amino acids cellulose protist reverse-transcriptase

simple diffusion renaturation active site monosaccharide
reproduction hydrophobic lysosome replication
plantae consumer prokaryote homeostasis
denaturation protein response to stimulus glucose
condensgtion/ mitochondria rough ER (RER) lipid envelope
dehydration

vesicular transport ester linkage domain taxonomy
monomer covalent bond flagella hydrogen bonding
deoxyribonucleic chloroplast anabolism primary structure

acid (DNA)






cell membrane

surface area :
volume ratio

active transport

AG

golgi apparatus

nucleolus

carbohydrate

protein capsid

ester linkage (bond)

kingdom

organelle

polysaccharide

product

phospholipid

cell wall

glycosidic linkage

(bond)

hydrophilic

polypeptide

hydrolysis

tertiary structure

polar

steroid

translation

nitrogenous base

extracellular matrix

phospholipid bilayer

essential amino
acids

activation energy

catabolism

fluid mosaic model

peptide bond

centrioles

bacteria


Beth.Acton
Cross-Out





plasmid

amphipathic

archae

CHONPS

0SMOosis

starch

nucleus

autotroph

amylopectin

substrate

organic chemsitry

reaction rate

acellular virus particle

selective permeability

phosphate

purine

secondary structure

essential fatty acids

eukaryote

enzyme

nuclear envelope

ionic bond

vesicle

polymer

fungi

smooth endoplasmic
reticulum (SER)

protein folding

species

ribosomes

prokaryote

galactose

triacylglycerol
(triglyceride)

nucleoid

cholesterol

family

saturated fatty acid






cytoskeleton

phylum

energy processing

heterotroph

nucleotide

endomembrane system

evolutionary adaptation

glycolipid

pinocytosis

double helix

vacuole

amylose

pentose

plasma (cell)
membrane

reverse-transcription

eukarya

microtubules

passive transport

class

centrosomes

growth and
development

transcription

non-polar
covalent bond

pyrimidine

nucleus

photosynthesis

glycoprotein

quarternary structure

fat

genus

order

ribonucleic acid
(RNA)

endoplasmic
reticulum (ER)

catalyst

Vmax

glycogen






cells

endocytosis

fructose

membrane fluidity

base pairing

producer

obligate intracellular
parasite

compartmentalization

intermediate filaments

phosphodiester bond

vesicle transport

AT CGU

disaccharide

induced fit

fatty acid

integral membrane
protein

unsaturated fatty acid

microfilaments

animal

nucleic acid

electrogenic pump

allosteric interaction

lipid

cilia

exocytosis

endosymbiosis theory

facilitated transport

phagocytosis

antiparallel

organism

cell respiration

Km

peripheral membrane
protein

virus

electrochemical
gradient

receptor-mediated
endocytosis






necrosis

TATA box

cytokinesis

phenotypic sex

mutagenesis

topoisomerase

translation

anaphase

duplication

prophase

DNA polymerase |

helicase

gonadal sex

frameshift mutation

chromatin

replication fork

primers

daughter strand

zygote

haploid

chromosome

diploid

cell cycle

transfer RNA (tRNA)

m phase (mitosis)

chromatin remodeling

centrosome

translation termination

spermatogenesis

autosomal

chromosome

contractile ring

primase

central dogma

template strand

crossing over

semi-conservative






non-disjunction

aneuploidy

AUG start codon

genome

meiosis |l

synapsis

histone acetylation

pre-mRNA

inversion

intrinsic mutagen

cyclin

stop codon

trisomy 21

euchromatin

translocation

anticodon

histone protein

reverse-transcription

apoptosis

base-pair substitution

alternative splicing

centromere

interphase

missense mutation

homologous
chromosomes

post-translational
modification

A-site

phagocytosis

export

cleavage furrow

nonsense mutation

ligase

single-stranded
binding proteins

gene expression

nonkinetochore
microtubules

codon






prometaphase

g0 phase

sister chromatids

silent mutation

extrinsic mutagen

insertion mutation

caspases

deletion mutation

g2 phase (gap 2)

gene

metaphase

DNA methylation

mature mRNA

s phase (synthesis)

post-transcriptional
modification

translation initiation

independent
assortment

transcription factors

deletion

transcription

chromosomal sex

promoter region

exons

translation elongation

polyA tail

tetrad

CDK

polar body

E-site

karyotype

universality

polyA signal

P-site

kinetochore

chiasma

oogenesis






spliceosome

heat-resistant DNA
polymerase

lagging strand

telophase

somatic cell

chromosomal mutation

introns

dNTPs

leading strand

redundancy

gamete

proofreading

RNA polymerase

47XYY

signal sequence

messenger RNA
(mMRNA)

splicing

DNA
polymerase Il

signal sequence

meiosis |

reading frame

45X

non-template strand

splicing

sperm

secretory proteins

template strand

sex chromosome
untranslated regions

(UTRs)

5' cap

heterochromatin

mitotic spindle fibers

open reading frame
(ORF)

cell division

egg (oval/oocyte)

subcellular localization






character

ATP synthase

antibiotic resistance

epistasis

genotype

anaerobic

intermembrane space

anabolism

NADPH

fermentation

oxidative
phosphorylation

Rh factor

pedigree chart

metabolism

true-breeding

cell lysis

pleiotropy

endergonic

competent cells

carrier

light reactions

ethanol fermentation

metabolic pathway

insert

ligation

NAD*/NADH

acetyl CoA

blood group

dominant

energy payoff

sex-linked

pyruvate

ATP

gain of function

complementary DNA
(cDNA)

biological database






dihybrid cross

energy investment

thylakoids

gene of interest

carbon dioxide

proton pump

glycolysis

reduction

oxygen

heat shock

genetic engineering

bioinformatics

mitochondrial matrix

miniprep

gene editing

law of segregation

probability

carbon fixation

monohybrid cross

CRISPR/Cas9

codominance

addition rule

homologous repair

loss of function

photosynthesis

multiple cloning site

law of independent
assortment

Mendelian inheritance
P generation

(parental)

phenotype

incomplete dominance

rubisco

respiration

recessive

agarose gel
electrophoresis

multiple alleles






homozygous

photons

hybridization

non-Mendelian
inheritance

dark reactions
(Calvin cycle)

oxidation

test cross

terminal electron
acceptor

selection marker

Punnett square

ex vivo

polygenic inheritance

aerobic

multiplication rule

catabolism

DNA sequencing

Cross

in vivo

mutations

locus

multifactorial
inheritance

satellite colony

restriction digestion

electron transport
chain (ETC)

lactic acid fermentation

gene

polymerase chain
reaction (PCR)

trait
double-stranded break

(DSB)

plasmid purification

coenzyme A

exergonic

anaerobic respiration

alleles

column
chromatography

bacterial colony






plasmid cloning

intermediate
electron acceptor

protein purification

glyceraldehyde-3-
phosphate (G3P)

guide RNA (gRNA)

screening

gene therapy

origin of replication

horizontal gene transfer

recombinant plasmid

nonhomologous end
joining (NHEJ)

vector

Cas9 nuclease

F generation (filial)

citric acid cycle (CAC)

restriction
endonuclease (enzyme)

homology-directed
repair (HDbR)

recognition sequence

transformation

FAD/FADH,

genetically modified
organism (Gmo)

heterozygous

selection marker

homologous repair
(HR)
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